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M1-polarized RAW 264.7 murine macrophages were infected with H99s M1 marker, iNos at the protein level but not the M2 adnd

Cn. Post-infection, cells were maintained in M1 or repolarized to M2
using IFN-y or IL-4, respectively. Western blot analysis or RNAseq-based
transcriptome profiling of host macrophages was performed 24-hours
post-infection. RNAseq was followed by gene ontology using DAVID.

marker, Arg1. (A) Western blot analysis of protein lysates
from cells cultured under the indicated conditions (B)
Quantification of iNos and Arg-1 levels by densitometry.
Data is from six discrete biological repeats. Error is
represented as S.E. ** represents p<0.01

Figure 5. The transcriptional co-regulator, Cited1 is up-regulated at the
protein level in M1 and M2-polarized host macrophages. Western blot
analysis of protein lysates from cells cultured under the indicated
conditions. Experiment has been repeated twice.

Discussion

Through a combination of RNAseq and
western blot analysis, we found that although
Cn infection had only modest effects on
macrophage polarization state (i.e. small
increase in the expression of the M1 marker,
iNos), it had broader effects on gene
expression in host macrophages. We
identified a common set of differentially
expressed genes that were affected
regardless of initial polarization state. This
included upregulation of the anti-apoptotic
gene, Bcl2Ala and the transcriptional co-
regulator, Cited1. Future work will investigate
how the expression of these genes influences
the fate of host macrophages
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